As part of our ongoing studies of benzothiazine derivatives with potential biactivity (Shafiq et al., 2011a,b), we now describe the synthesis and structure of the title compound, (I).
In the title compound, C 18 H 16 ClN 3 O 2 S, the dihedral angle between the aromatic rings is 4.81 (2) and the alkyl chain takes on an extended conformation [N-C-C-C = 179.2 (4) ]. The conformation of the thiazine ring is an envelope, with the S atom displaced by À0.805 (3) Å from the mean plane of the other five atoms (r.m.s. deviation = 0.046 Å ). The Cl atom is an axial conformation and is displaced by 1.761 (4) Å from the thiazine ring plane. In the crystal, inversion dimers linked by pairs of C-HÁ Á ÁO interactions generate R 2 2 (20) loops and further C-HÁ Á ÁO hydrogen bonds link the dimers into (001) sheets. Weak aromaticstacking interactions [centroid-centroid separations = 3.870 (3) and 3.883 (3) Å ] are also observed. Table 1 Hydrogen-bond geometry (Å , ).
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Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) Àx; y þ 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2007); cell refinement: SAINT (Bruker, 2007); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 2012); software used to prepare material for publication: SHELXL97.
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The dihedral angle between the C1-C6 and C13-C18 aromatic rings is 4.81 (2)° and the C9=N2-N3=C10 torsion angle is -178.1 (4)°. The linking alkyl chain takes on an extended conformation [N3-C10-C11-C12 = 179.2 (4)°].
The conformation of the C1/C6/C8/C9/N1/S1 thiazine ring is an envelope, with the S atom displaced by -0.805 (3) Å from the mean plane of the other five atoms (r.m.s. deviation = 0.046 Å). Atom C16 is displaced from the mean plane by 0.343 (6) Å and Cl1, in an axial site, is displaced by 1.761 (4) Å. Atom C8 is a stereogenic centre (R configuration in the arbitrarily-chosen asymmetric unit), but crystal symmetry generates a racemic mixture.
In the crystal, inversion dimers linked by pairs of C-H···O interactions (Table 1) to generate R 2 2 (20) loops. Further C-H···O bonds link the dimers into (001) sheets. Weak aromatic π-π stacking interactions between the C1-C6 and C13-C18 benzene rings [centroid-centroid separations = 3.870 (3) and 3.883 (3) Å] are also observed.
Experimental
The Schiff base derivative of (4Z)-4-hydrazinylidene-1-methyl-3,4-dihydro -1H-2,1-benzothiazine 2,2-dioxide and trans cinnamaldehyde was prepared using the methods reported previously (Shafiq et al., 2011a) . The chlorination of the Schiff base was undertaken using N-chloro succinimide and dibenzoylperoxide (Shafiq et al., 2011b) . The crude product was recrystallized from ethyl acetate solution to obtain yellow blocks of the title compound.
Refinement
The H atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding. The methyl group was allowed to rotate, but not to tip, to best fit the electron density. The constraint U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C) was applied. The molecular structure of (I), showing displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

3-Chloro-1-methyl-4-[2-(3-phenylallylidene)hydrazinylidene]-3,4-dihydro-1H-2λ 6 ,1-benzothiazine-2,2-dione
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.2953 (5) C2-C3 1.368 (7) C11-H11 0.9300 C2-H2 0.9300 C12-C13 1.462 (6) C3-C4 1.373 (7) C12-H12 0.9300 C3-H3 0.9300 C13-C14 1.398 (7) C4-C5 1.365 (7) C13-C18 1.402 (6) C4-H4 0.9300 C14-C15 1.393 (7) C5-C6 1.399 (6) C14-H14 0.9300 C5-H5 0.9300 C15-C16 1.357 (7) C6-N1 1.415 (6) C15-H15 0.9300 C7-N1 1.463 (6) C16-C17 1.373 (7) C7-H7A 0.9600 C16-H16 0.9300 C7-H7B 0.9600 C17-C18 1.366 (6) C7-H7C 0.9600 C17-H17 0.9300 C8-C9 1.506 (6) C18-H18 0.9300 C8-S1 1.775 (4) S1-O2 1.428 (3) C8-Cl1 1.780 (4) S1-O1 1.435 (3) C8-H8 0.9800 S1-N1 1.634 (4) C9-N2 1.283 (5) N2-N3 1.397 (5) C10-N3 1.284 (5) Hydrogen-bond geometry (Å, º) 
